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Method
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Result
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Age distribution

005 051 1.2 25 510 1014 14-18 18-25 2535 3545 4555 5565 55:?5 T years
ALL 447 245 97 62 46 49 59 56 78 &8 a2 64 42 5 = n=1420
AML 81 ™ 108 &2 73 51 45 38 52 60 n )] 50 21 2  n=872

other* 11 13 L 3 2 4 4 1 2 - 1 5 - 1 - n=53
sum 539 337 21 127 121 104 108 95 132 148 154 148 @2 27 2 n=2345
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Infant leukemia (n=876) Pediatric leukemia (n=671) Adult leukemia (n=798)
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ALL: age dependent brx distribution
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AML: age dependent brx distribution
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The MLL PHD1-3/BD/PHD4 domain is encoded by exons 11-23

MLL length in...
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Discussion
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